Supplementary table 1 The differentially expressed snoRNAs and SNHGs between esophageal carcinoma and normal control
	Gene
	logFC
	logCPM
	F
	PValue
	FDR

	snoRNA
	
	
	
	
	

	SNORD12B
	1.72163
	14.38365
	28.46526
	2.90E-07
	5.59E-05

	SNORA47
	-1.74963
	12.07932
	20.81769
	9.43E-06
	0.000793

	SNORD116-24
	-1.94899
	11.60488
	20.24578
	1.23E-05
	0.000793

	SNORA71C
	1.216133
	14.6514
	18.51924
	2.78E-05
	0.001342

	SNORD15A
	2.841817
	12.08092
	17.73913
	4.03E-05
	0.001557

	SNORD14E
	2.274897
	14.51828
	14.65258
	0.000179
	0.005768

	SNORD11B
	1.628239
	12.24073
	13.94402
	0.000254
	0.006132

	SNORD99
	1.028947
	14.14314
	13.92854
	0.000256
	0.006132

	SNORD15B
	1.306947
	13.65512
	13.70343
	0.000286
	0.006132

	SNORD12C
	1.435469
	13.07502
	13.30791
	0.000348
	0.006712

	SNORD72
	1.457801
	12.79777
	10.57094
	0.001376
	0.02043

	SNORD116-4
	-1.63378
	12.47921
	10.18245
	0.001678
	0.023139

	SNORA80B
	2.158459
	13.58317
	9.424779
	0.002479
	0.0319

	SNORA14B
	1.062103
	13.20714
	8.903583
	0.00325
	0.036892

	SNORD88A
	1.114262
	12.56748
	6.332277
	0.012748
	0.102568

	SNORD53
	1.335515
	11.57387
	5.961393
	0.015609
	0.120504

	SNORA14A
	1.197121
	12.05359
	4.912
	0.027949
	0.151888

	SNORD3B-1
	1.54422
	11.31122
	4.88787
	0.028331
	0.151888

	SNORA70D
	1.237452
	11.22827
	4.372084
	0.037965
	0.18318

	SNHG
	
	
	
	
	

	SNHG4
	0.662518
	13.2483
	6.829342
	0.009744
	0.021438

	SNHG17
	0.65902
	15.98884
	10.33088
	0.001557
	0.004892

	SNHG1
	0.650947
	16.73614
	18.55095
	2.75E-05
	0.000293

	SNHG3
	0.637956
	16.3635
	11.30811
	0.000947
	0.004167

	SNHG8
	-0.74756
	16.29896
	17.76212
	4.00E-05
	0.000293

	SNHG22
	-0.79141
	11.93045
	7.364253
	0.007316
	0.017883

	SNHG5
	-0.93538
	17.30108
	10.81303
	0.001217
	0.004464

	SNHG23
	-1.70479
	9.028749
	13.06676
	0.000392
	0.002158

	SNHG14
	-2.47096
	15.50287
	35.95821
	1.12E-08
	2.46E-07


P<0.05 was considered to be statistically significant diﬀerence

Supplementary table 2 The correlation between methylation level and the DE-snoRNAs and snoRNAs related to clinical stage of EC
	Cancer Type
	snoRNA
	Chip ID
	Coefficient
	P-value

	DE-snoRNAs
	
	
	

	TCGA-ESCA
	HBII-95B;ENSG00000271852;SNORD11B
	cg16620283
	0.1834
	0.029

	TCGA-ESCA
	U15A;ENSG00000206941;SNORD15A
	cg27122942
	0.1776
	0.0345

	TCGA-ESCA
	HBII-240;ENSG00000212296;SNORD72
	cg24787076
	-0.239
	0.0042

	TCGA-ESCA
	HBII-240;ENSG00000212296;SNORD72
	cg08754067
	-0.2646
	0.0015

	TCGA-ESCA
	HBII-240;ENSG00000212296;SNORD72
	cg15130459
	-0.4059
	0

	TCGA-ESCA
	HBII-180A;ENSG00000221241;SNORD88A
	cg12295053
	-0.175
	0.0373

	TCGA-ESCA
	HBII-180A;ENSG00000221241;SNORD88A
	cg00847309
	-0.2757
	0.0009

	snoRNAs related to clinical stage
	
	
	

	TCGA-ESCA
	U89;ENSG00000238795;SCARNA12
	cg05922429
	-0.1779
	0.0342

	TCGA-ESCA
	U89;ENSG00000238795;SCARNA12
	cg03410269
	-0.1814
	0.0307

	TCGA-ESCA
	U89;ENSG00000238795;SCARNA12
	cg01938476
	-0.1978
	0.0183

	TCGA-ESCA
	U89;ENSG00000238795;SCARNA12
	cg01777913
	-0.3156
	0.0001

	TCGA-ESCA
	ACA1;ENSG00000206834;SNORA1
	cg23300851
	-0.171
	0.0419


TCGA: The Cancer Genome Atlas; ESCA: esophageal squamous cell carcinoma; P<0.05 was considered to be statistically significant diﬀerence

